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Raw Data Screen
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Size and Allele Calls using
Run Wizard

Run Wizard Template Selection: Additional Settings:

*Select the appropriate Panel and Size Standard

from Drop Down Menu. *Select Auto Select Best Ladder and Auto
Panel Adjustment

IMPORTANT

Run Wizard
Template Selection
Sel template of lect

Additional Settings - HID Analysis

Template Mame:

H 1dentifiler_MCC _ — Al Ladder: |NONE |

El PowerPlex_16_IL5500 : C plate: | NOME -
ElPowerPlex_16_1LS600

H PowerPlex_ESI_17

& Profiler_HD400 [0 Creck [10 <Pass

H Profiler_Plus_HD400
M SGM_Plus

mplate

Cancel

Data Processing;:
»>Select “ Auto Create CHM Panel” to have ChimerMarker
automatically create a Chimertyping panel and apply it.

» Deselect to manually create Chimertyping panel See ChimerMarker Manual
Chapter 2 and 3



Review Size and Allele Calls

Main Toolbar Allele Report Table
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File View Project Applications Tools Help
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Green=High Lane Quality
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Panel Editor

l!. Panel Editor -
Tools Help
DIEE| X CH-ac e 2 Hep |
f PawerPles_ESI_16_w1_ « Profiler
[# PowerPlex_ESI_17_v1_ | 0351358 = |
[ PowerPlex_ES_16_v1 110 115 120 125 130 135 140 145
% EDV;FIHEH_ESX_‘I 7 5,000
rarer
[4 Profiler_1
[# Prafiler_MCC 4,000+
[ Profiler_Plus Ml
[ Profiler_Plus_1 3.000] \ I
[ Profiler_Plus_MCC
[ s6M_Pus Iy
[ SGM_Plus_1 B \
B sGM_PusMoC | I
[ Profiler_ist 1,000 I
? Chimertyping Panel |
Z DaubleD anarChirertppil— 0 i l
[
=& ;amﬁ:sfsa Mo. | Dye ‘ I arker | Size | Left Hange| Right Fiange ‘ Allele Name—I-EontroI | Digtanceskb | Comments | Origin
1 |Ble 03513858 108 15 15 12 1 oo Nil
""" § donfea 2 |Bue D313 1150 | 15 15 13 1 0.00 Hil
::: 321?_5;;_1103::: (3 |Bwe D313 190 15 15 14 1 0.00 Nil
_____ & B4EE 1055 (4 |Ble 0351358 1229 (15 1.5 15 1 0.0 ]
_____ B 432 F1 11hsa (5| Blue 0351358 1271 15 15 16 1 0.0 Nl
..... & 556 E01_036sa (6 |Ble 0351358 1314 (15 15 17 1 0.00 Nl
..... @ 793_G10_14fza |7 |Blue 0351358 1355 15 15 18 1 0.00 Ml
..... & 921_D02_0Bfsa (5| Blue D351358 1396 15 15 19 1 0.0 Nil
..... & 956_HO9 15 fsa 3 |Ble y 1543 15 15 1 1 0.0 Nil
----- & 933 E01_03fsa (10| Blue Wi 1585 15 15 12 1 0.0 Nil
----- & 959 F05_11fsa 11 | Blue Wi, 1627 15 15 13 1 0.0 Nl
() 333 EE_10fsa (12 |Blue  vwh 1863 15 15 14 1 0.00 Nil
13 | Blue Wi 1708 15 15 15 1 0.0 Nl
14| Blue Wi, 1749 15 15 16 1 oo il
4

[Ploidy]: 10

[Panel Name]: Profiler

See ChimerMarker Manual
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Navigation

Recipient 51 15

Zoom in:
100 150 200 250 400 450

350

5n0
-In electropherogram, hold left mouse click and

drag a box from upper left to lower right

Zoom Out:

-In electropherogram, hold left mouse click and
drag a box from lower right to upper left.

Scroll:

-In electropherogram, hold right mouse click and
drag trace left or right.

One Color Viewing E
-Click the Show Color Icon

Hide Option: ===
-Click the Show/Hide Icons @ IE @|

remove flie list, gel image, report table

See ChimerMarker Manual
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Making a Chimerism Panel

e—> Create New Panel

n& Panel Editor
|| File Tools Help
D EB|x | m-a-[e|ST
[.j Panels Test]
= [ Project Panel [ Das1ass |[ o || D21511 | | D18551 | —_Peita E
. B-[F DRPoweiPles_18 100 150 200 250 300 30 a0 450
EIE Panel Templates T L — T T | — T T
&-[# DRPoweiPlex_16 3,500
B[ Identifiler
&-[# PoweiPles_16 3,000
5[ PawerPlex_ESI_16_v1_0 H
= 2,500
B-[# PowerPles ESI_17_41_0 - 5
@[ PowePlex ESX_16.v1_ 0. 2,00| Create New Panel S5
B[ PowerPlex_ES%_17_v1_0 7
= - 1,50
E]"'% Profiler_Plus ' Narme; | Chimerism Panel Parameters
B SGM_Pluz 1,00l ) o
[]...% Tes;‘l - Type: IHID j [ Fixed Bin Width: ID.E
B test
ethod Mo | Type | Sample Mame |
sied 1 Daonor Danor
< m | b " Manually Create i
E-E Samples " Automatically Create
-~ Donor5G1 :40' gl I i
& Recipient 561 ERmRLT & Usell Samples
3 BI: {~ Use Selected Samples
K
3 Bl * se Donor and Recipient Sample T~
B_| Bl \
A
D
3| Bl
10| Bl
11| Bl ok | Cocel | o
2 BI'M
13 | Blu . ) " .
14 | Blue Penta_E 3/R7 & 0h 7 1 0.00 Donor
15 | Blue Perta_E a01.0 05 0a 10 1 n.oo Recipient
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himerism Analysis

{1 chimerMarker - Patient_LSGC

File Wiew Project [ Applications Tools Help
@ B ﬁ [ Single Donor Chimerism Anah,

= = Double Donors Chimerism Analysis

(] Patient_I.SGC MCC Analysis

-3 Raw Data T T ST T

v

Single-Donor Chimenism Setting

ZCHM Type RQuantification Typpe
(s " Area
i~ %CHM Recipient {* Height

Analyzis Type

= wfith Deconvalution " without D'ecarvaolution

Statiztical Parameters
Analyziz Threghold
[ lgnore Shared Allele Imbalance

| lgnore Locus

Confidence Level (MOE]
Error Threshold
Locuz Error
Coefficient of Variation

Meazurement Errar




Single Donor Chimerism Analysis

Results

K Chimerism Analysis
File Tool

|[®| o= | 8] 6&

1 F: pat.fza
2 D1: donfsa

// £ Hs
/

Marker Mame lgnored #v Q % @ || v”
0331358 a0.43% 337 NaN No LI

WA, Ml Ml Ml “res[Auto]

FGA 81l.41%  153% 783 Mo |pat.fsa 1225/2224
AMEL Ml Ml Ml ‘Yes(Auto) [ D351358 | VA | [ FGA |

Das11va HI HI HI “resfAuta) 100 120 140 160 180 200 220 240 260 280 300 320 340 360
D21511 BEET%  485% 1378% No or r e

D18s51 7811% 553 NEN Mo 5,000
D55818 7675%  716% 021% Mo 000 |
D135317 NI N ML Yesfhuto) '

D75820 NI NN Yesfhuta) 3,000 |

4 Miw:061_E03_10.Fsa
5 Mix:384_E06_10.Fsa
6 Mix432 F11_11.fsa
7 Mix:558_ EM_03Fsa
8 Mix793_G10_14fsa
3 Mix:821_D02_08 fza

1 MixB66_HO9 15 Fsa Total D 2,000
1 Mix:933 E01_09.fza Average Chimerism: 82 68% 1,000 4 X
1 Mix959 FO5 11.fsa Coefficient of ¥ ariation: E.93% 0 I "
e e Ao St Dew: 578 W i
1 Mix333_E06_10.fza MOE- 718(35%) @
Mumber of Informative Loci: 5 dor.fea

37_G11_13fsa

See ChimerMarker Manual
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wouble Donor Chimerism Analysis

Results

B Chimerism Analysis

File Tool
Q@ =]~ - & 03 9 B
Mo | FieMame Marker Name | #TotalD CHM | %D1 CHM | D2 CHM | Total LE | DT LE [ D2LE | Ignored || I ~ @, t5 I || -]

1 R: GT_Recipient_28 001_1.fza
2 D2 0T_DonorZ_28_003_1.fsa
301 UT_Donorl_28 005_1.fsa
4 MiwR_D2_D1_Tng_Tto2to3 28
5 MicR_D2_D1_TtoZte3a_31_007
6 MixR_D2_D1_TtoZto3b_31_00%

0as1173 8012% 44.19% 3B.93% 030%  B19%  1014% No LI I
021511 77.04% 4717% 30E6% A14% 1.21%  BOD%  No .
075820 75.44% M77E IBETE E12%  14E8% 937%  No |GT—HEC|D|9N_28_DD1_1-fsa

CSF1PO 87.53% MAN MAN 892%  NaN MAN Mo [ 0851179

D351358 86.75% MHAN MAMN TAE%  MAN MHAN Mo 120 130 140 150 160 170

THO a0.21% 56.58% 24.63% 018%  19.258% 2450% Mo 60004 T
0135317 78.96% 36.92% 43.03% 174%  2292% 31.93% Mo ' IE @

7 MR _D2 D1 to2tade_a1_011) || D165539 74.37% 4.27%  009% 746X S01Z 774X Mo 4,000
ot et .
3 MiwR_D2 D1_Thedtode 31 _DE/ 79.19% FL78% 2743% 1.4 1.04% 15.90% Mo 0 e

B
1 MixF_D2_D1_Tro2ta3f_28_002) || TPOX 85.97% BOESY  2532%  R98%  3012% 2237% Mo
18551 73.80% 4842%  3046%  1.84%  388%  BE2X  No
AMEL NI NI NI Ml NI NI YesAuto] 0T_Denor2_28 003 1fs
DESE1E 9.7 IJPE0%  43B8%  1M%  19.55% 3390% No [

FGA 8377 43.62% 34.158% 425%  B4B%  463% Mo 120 130

160 170

4,000
Total D 01 D2

Average Chimerizm: 80.36% 46.61% 2B 50004

Coefficient of 4 ariation: 5.33% 15.53% 18.88% '

St Dev: 428 7.24 E1E

MOE: 2.47[95%) 4.60(95%) 3.91(95%) o —

Mumber of Informative Loci: 14 12 12

|UT_Doror1_28_005_1fsa

120

JR_DZ2_D1_Tng_Tto2to3_28_011_1.fsa

[ D851179
120
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Print or Save Report

ChimerMarker Print Setm

Samples

™ Al Samples {* Selected Samples J

. = - Perfarmance
ChimerMarker Print Sem -
Samples

Al Samples {¢ Selected Samples .-

Color
v Diypel
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[~ KeepZoom Region

Performance

Markers
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v Dyel
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Al Markers

[~ kKeep Zoom Region Farameters

v ZEChimerizm v Locus Ermor

I ark ers

Al Markers elected Markers

l_ v Analyzis Comments

Reference

[v Danorl

Parameters

v ZChimerism Iv Locus Emor Iv Donor2 [+ Tatal

v Measurement Emar v Analysiz Comments

[& Preview |

[& Preview |

x LCancel |

x LCancel |

See ChimerMarker Manual
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Comprehensive Repor

\

N

Chim erism Analysis Report - SoftGenetics
Software: Chimerbarksr V2.5.1 Analysis Type: Single-Donor Chimerem With Deconvolution
Project: Kristt §-18-2011.5GC Panel: OH_Test CHM
User: Guantification Type: Height
Report Time: 11012011 - 10:10:00 Coefficient of Variation: 10.00% Comments
Chimerism Type: % Oonor Chimerism Locus Error: 10.00%
Confidence Level (MOE): 25% Measurement Error: 2000% Dste Initil
Sam ple Mame: 205027 M achine: demo_ 3100 Authorzaton 1
Comments: Run Time: 0802011 - 115215 = 0502011 -1233 49
Authorzation 2

037_G11_13.&a

Marker |ME LE CHM Ignored
| DA513588 |MAN SATH |2043% |MNo
100 28D 300 320 340 350
WA, Ml MI Ml Yes{Auta)
2,000
FGA TEIW [1.54% [B141% |MNo
1.500 AMEL NI NI NI Yes(Auto)
1,000] DES11TS |MI Ml M Yes{Auto)
500
Dig5E81 MAN 5.53% |TEI1% Mo
0
0435317 |[MI M Ml *es{ Aubo)
| DT 5820 Ml MI Ml Yes{Auta)
2,000
Average Chimerism: 32.58%
1500 St Dev: 578
1,000 Coefficient of Variance: ©.55%
500 MOE T.18 (25%)
Number of Informative Loci: &

See ChimerMarker Manual
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Long lerm Monitoring:
ACCINg Subsequent Samples

File View Applications Tools Help
D" 7 / Run
ey Auto Run
(®) DD_4-12-
ER=Jill Add samplestoProject |
é Print Report

v m Apply Sample Grouping

B
B M [ Options
B M Project Comments

Mix:

B Mix R_D2_D1_1to2to3e_31_01¢

Mix: R_D2_D1_Tto2to3f_28_002
? B D1:UT_Donor1_28_005_1.fsa

i‘ ? B D2 0T_Donor2_28_003_1.fsa

B R: GT_Recipient_28_001_1.fsa

See ChimerMarker Manual
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Longitudinal Report

tech_support@softgenetics.com

N -

ﬁ. Longitudinal Repert
File Tool

Sd B /O - =

Patient Name: Jchn Doe

Sex: Male

Age: 43

Date of Transplantation: 3/16/2006

4

Moshewdd TS 15 %

John Doe Longitudinal Graph

W % Total D CHMI

sm
s
2
Ed

B0%-

B0%

T0%

G0%-

50%

40%

30%

DE 20%
10%

0%

or {Height) Average Chimeri

ﬁ 425

Mo.| Sample MNa.. | Week Mo | DayMa. | Date | Identifiler | CHM Total| 5D Tatal| CV Tatal |
1 871_DIZ0E 11 74 11/29/2006 Momal:  [EENEEZINN &7  IFESNNN
2 9ILED_03 12 | 12/06/2006 Momal:  [SEAZEM 257  ISH2a
3 SEFOS 11 13 '3 121172006 MNomal  [GEAZEM 367  ISEan
4 ESRE0I_09 &1 425 A5/2007 Nomal  [SE@7ENN 106 [
5 ORI_EDZ10 126 877 02/09/2008 Momal: [SEFGEN 720 RGO
6 43 FI1_11 188 1310 04/16/2010 MNomal:  [SEEGENN 301 [S200
7 RGO 239 1670 04/13/2011 Nomal  [GBS0ENN 628 DoSaa
8 BER_HOI 15 240 1678 04/21/2011 MNomal:  [GlZSEN 359 G
8 0 GI_13 242 1630 05/03/2011 MNoma:  [GOBGEMNN 570 DBSSum
10 384 E0R_10 244 1706 0519/2011 Nomal  [EB@EEN 450  DEGEm

Patient Name: John Doe Transplantation Date: 9/16/2006

demarks are the property of their respective owners See ChimerMarker Manual
Not intended for human or animal diagnostic use Chapter 2
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